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<210> 1 

<211> 2508 

<212> DNA 

<213> Homo sapiens 

<400> 1 



actggccgac 


acgccgcagg 


ccccgccccc 


ttcccgaccc 


gctccaaggc 


ggccccggcg 


60 


ctggggctgc 


gcggcaggcg 


gagcggccgc 


gggcttgggg 


gcttcgccgg 


ggccgggcgg 


120 


ccggcgcccc 


cggctgctcc 


cgccgccgcc 


cggacccgcg 


ccccgccggg 


gcagcggtgg 


180 


tgagagcccc 


gactccccgg 


acgccgcccg 


ccgtgccatg 


gggttcccgg 


ccgcggcgct 


240 


gctctgcgcg 


ctgtgctgcg 


gcctcctggc 


cccggctgcc 


cgcgccggct 


actccgagga 


300 


gcgctgcagc 


tggaggggca 


ggtacggtcc 


ggggggctgt 


ccccgcactt 


aggacggggt 


360 


gcgctgcggc 


taggaccccc 


caggcgcccc 


tcggagcgcg 


cagagcgctg 


ggccggtttc 


420 


cccatccgcg 


aggcggcctc 


gggagggagc 


gggggctgcg 


ccgggcgggg 


acccgccccc 


480 


gtctcagcgc 


cccgtcccgt 


cctgtcccca 


gcggcctcac 


ccaggagccc 


ggcagcgtgg 


540 


ggcagctggc 


cctggcctgt 


gcggagggcg 


cggttgagtg 


gctgtacccg 


gctggggcgc 


600 


tgcgcctgac 


cctgggcggc 


cccgatccca 


gagcgcggcc 


cggcatcgcc 


tgtctgcggc 


660 


cggtgcggcc 


cttcgcgggc 


gcccaggtct 


tcgcggagcg 


cgcagggggc 


gccctggagc 


720 


tgctgctggc 


cgagggcccg 


ggcccggcag 


ggggccgctg 


cgtgcgctgg 


ggtccccgcg 


780 


agcgccgggc 


cctcttcctg 


caggccacgc 


cgcaccagga 


catcagccgc 


cgcgtggccg 


840 


ccttccgctt 


tgagctgcgc 


gaggacgggc 


gccccgagct 


gcccccgcag 


gcccacggtc 


900 


tcggcgtaga 


cggtgagtgg 


cggtctggtt 


gggacagggt 


gggagtcccg aagtcttacc 


960 


ctgcctgggc 


ttggcgggaa 


tgtgccttgt 


cggccccact 


gcagaaggaa 


aaagtgagct 


1020 


acaagggttg gatgggcttg 


tcaggccaca 


cagcctggga 


ctgctgggga gggatggcct 


1080 
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ccccgccctc 


ccttcccgat tcatctctgg 


aaagagctgg 


caggggcaga 


gtggagggaa 


1140 


ggggaggccg 


ggcccagcaa tcctgggcct 


ctggtccctg 


aacggttggg 


ggaagagatg 


1200 


gtggggacag 


aatcgaagcc tccggccaaa 


gctgtccggg 


gctccctggc 


ccagcggtga 


1260 


cctctctccc 


ctcccccagc ccaaccaaca 


aaagtccagt 


gtgcagcccg 


gtcaccatgg 


1320 


agacgccgct 


cgcctccctg cagggcacca 


ggcccagctc 


ttgcttggct 


ctcctggagc 


1380 


ttggcgcctg 


accctgaaag ggatgggctc 


tcgctattct 


gccccctggc 


cctgggccag 


1440 


ggaccccaga 


ccacccttcc tctgccccca 


cttcctatca 


ccctagctgg 


gctgctgctc 


1500 


ttcagacctc 


agatccggga aactagaggg 


gtcccagatg 


ctggggtgca 


tatgtcagat 


1560 


gggagtgcag 


gagggcggcc caggacagct 


gatcgctagg 


catggccccc 


aggcccacgt 


1620 


ctgtgtgcat 


tcctgccttg gaggtacgcg 


cctgcaagtg 


tgtttcctga 


gtacaggtgt 


1680 


cgccgagggc 


gtgcacatct gctgtgtagc tctctgggac 


ccccaggtgc 


catcaggccc 


1740 


tgagcgtggg 


ctctgctcat ttgcctgctg 


cctcctgccg 


cttgtgcgga 


caagggacgg 


1800 


ggcctggggt 


gatgccggga gagggcaggg 


cctctcctca 


ccaccccctc 


tgcatgccag 


1860 


gtgcctgcag 


gccctgcagc gacgctgagc 


tgctcctggc 


cgcatgcacc 


agcgacttcg 


1920 


gtgagtgtcc 


ccgccatggg gggagcctgg agcctgcctt 


cccctgaatg 


cctaccgcag 


1980 


ccacatgcct 


ccccacagta attcacggga 


tcatccatgg 


ggtcacccat 


gacgtggagc 


2040 


tgcaggagtc 


tgtcatcact gtggtggccg 


cccgtgtcct 


ccgccagaca 


ccgccgctgt 


2100 


tccaggcggg 


gcgatccggg gaccaggggc 


tgacctccat 


tcgtacccca 


ctgcgctgtg 


2160 


gcgtccaccc 


gggcccaggc accttcctct 


tcatgggctg 


gagccgcttt 


ggggaggccc 


2220 


ggctgggctg 


tgccccacga ttccaggagt 


tccgccgtgc 


ctacgaggct 


gcccgtgctg 


2280 


cccacctcca 


cccctgcgag gtggcgctgc 


actgaggggc tgggtgctgg ggaggggctg 


2340 


gtaggaggga 


gggtgggccc actgctttgg aggtgatggg 


actatcaata 


agaactctgt 


2400 


tcacgcaagc 


tgctgtggac ctggtctcct 


gtgtccagcc 


cagccttggg 


cctgcctcgc 


2460 


agctgtgagg 


atggctccaa ttcctgcctc 


ctggcgggag 


actgaggc 




2508 


<210> 2 

<211> 1109 

<212> DNA 

<213> Homo sapiens 










<220> 

<221> CDS 

<222> (118) . . (999) 










<400> 2 

gcttcgccgg ggccgggcgg ccggcgcccc 


cggctgctcc 


cgccgccgcc 


cggacccgcg 


60 


ccccgccggg 


gcagcggtgg tgagagcccc 


gactccccgg 


acgccgcccg 


ccgtgcc 


117 



atg ggg ttc ccg gcc gcg gcg ctg etc tgc gcg ctg tgc tgc ggc etc 165 
Met Gly Phe Pro Ala Ala Ala Leu Leu Cys Ala Leu Cys Cys Gly Leu 
15 10 15 

ctg gcc ccg get gcc cgc gcc ggc tac tec gag gag cgc tgc age tgg 213 
Leu Ala Pro Ala Ala Arg Ala Gly Tyr Ser Glu Glu Arg Cys Ser Trp 
20 25 30 
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agg ggc age ggc etc acc cag gag ccc ggc age gtg ggg cag ctg gee 2 61 

Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Ala 
35 40 45 



ctg gee tgt gcg gag ggc gcg gtt gag tgg ctg tac ccg get ggg gcg 
Leu Ala Cys Ala Glu Gly Ala Val Glu Trp Leu Tyr Pro Ala Gly Ala 
50 " 55 60 



gee tgt ctg egg ccg gtg egg ccc ttc gcg ggc gee cag gtc ttc gcg 
Ala Cys Leu Arg Pro Val Arg Pro Phe Ala Gly Ala Gin Val Phe Ala 
85 90 95 



act gtg gtg gee gee cgt gtc etc cgc cag aca ccg ccg ctg ttc cag 
Thr Val Val Ala Ala Arg Val Leu Arg Gin Thr Pro Pro Leu Phe Gin 
210 215 220 

gcg ggg cga tec ggg gac cag ggg ctg acc tec att cgt acc cca ctg 
Ala Gly Arg Ser Gly Asp Gin Gly Leu Thr Ser lie Arg Thr Pro Leu 
225 J 230 235 240 

cgc tgt ggc gtc cac ccg ggc cca ggc acc ttc etc ttc atg ggc tgg 
Arg Cys Gly Val His Pro Gly Pro Gly Thr Phe Leu Phe Met Gly Trp 
245 250 255 



ttc cgc cgt gee tac gag get gee cgt get gee cac etc cac ccc tgc 
Phe Arg Arg Ala Tyr Glu Ala Ala Arg Ala Ala His Leu His Pro Cys 
275 280 285 



309 



ctg cgc ctg acc ctg ggc ggc ccc gat ccc aga gcg egg ccc ggc ate 357 
Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Arg Ala Arg Pro Gly lie 
65 ~ 70 75 80 



405 



gag cgc gca ggg ggc gec ctg gag ctg ctg ctg gee gag ggc ccg ggc 453 

Glu Arg Ala Gly Gly Ala Leu Glu Leu Leu Leu Ala Glu Gly Pro Gly 
100 105 110 

ccg gca ggg ggc cgc tgc gtg cgc tgg ggt ccc cgc gag cgc egg gee 501 

Pro Ala Gly Gly Arg Cys Val Arg Trp Gly Pro Arg Glu Arg Arg Ala 

115 120 125 

etc ttc ctg cag gee acg ccg cac cag gac ate age cgc cgc gtg gee 54 9 

Leu Phe Leu Gin Ala Thr Pro His Gin Asp lie Ser Arg Arg Val Ala 
130 135 140 

gee ttc cgc ttt gag ctg cgc gag gac ggg cgc ccc gag ctg ccc ccg 597 

Ala Phe Arg Phe Glu Leu Arg Glu Asp Gly Arg Pro Glu Leu Pro Pro 
145 150 155 160 

cag gee cac ggt etc ggc gta gac ggt gee tgc agg ccc tgc age gac 

Gin Ala His Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp 
165 170 175 

get gag ctg etc ctg gee gca tgc acc age gac ttc gta att cac ggg 

Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His Gly 
180 185 190 

ate ate cat ggg gtc acc cat gac gtg gag ctg cag gag tct gtc ate 741 

lie lie His Gly Val Thr His Asp Val Glu Leu Gin Glu Ser Val He 

195 200 205 



645 



693 



789 



837 



885 



age cgc ttt ggg gag gee egg ctg ggc tgt gec cca cga ttc cag gag 933 
Ser Arg Phe Gly Glu Ala Arg Leu Gly Cys Ala Pro Arg Phe Gin Glu 
260 265 270 



981 



gag gtg gcg ctg cac tga ggggctgggt gctggggagg ggctggtagg 102 9 

Glu Val Ala Leu His 
290 



WO 2005/095450 



PCT/EP2005/051431 



4 

agggagggtg ggcccactgc tttggaggtg atgggactat caataagaac tctgttcacg 1089 

caaaaaaaaa aaaaaaaaaa 1109 

<210> 3 

<211> 293 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Gly Phe Pro Ala Ala Ala Leu Leu Cys Ala Leu Cys Cys Gly Leu 
1 5 10 15 

Leu Ala Pro Ala Ala Arg Ala Gly Tyr Ser Glu Glu Arg Cys Ser Trp 
20 25 30 

Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Ala 
35 40 45 

Leu Ala Cys Ala Glu Gly Ala Val Glu Trp Leu Tyr Pro Ala Gly Ala 
50 55 60 

Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Arg Ala Arg Pro Gly lie 
65 70 75 80 

Ala Cys Leu Arg Pro Val Arg Pro Phe Ala Gly Ala Gin Val Phe Ala 
85 90 95 

Glu Arg Ala Gly Gly Ala Leu Glu Leu Leu Leu Ala Glu Gly Pro Gly 
100 105 110 

Pro Ala Gly Gly Arg Cys Val Arg Trp Gly Pro Arg Glu Arg Arg Ala 
115 120 125 

Leu Phe Leu Gin Ala Thr Pro His Gin Asp lie Ser Arg Arg Val Ala 
130 135 140 

Ala Phe Arg Phe Glu Leu Arg Glu Asp Gly Arg Pro Glu Leu Pro Pro 
145 150 155 160 

Gin Ala His Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp 
165 170 175 

Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val He His Gly 
180 185 190 

He He His Gly Val Thr His Asp Val Glu Leu Gin Glu Ser Val He 
195 200 205 

Thr Val Val Ala Ala Arg Val Leu Arg Gin Thr Pro Pro Leu Phe Gin 
210 215 220 

Ala Gly Arg Ser Gly Asp Gin Gly Leu Thr Ser He Arg Thr Pro Leu 
225 ~ 230 235 240 

Arg Cys Gly Val His Pro Gly Pro Gly Thr Phe Leu Phe Met Gly Trp 
245 250 255 

Ser Arg Phe Gly Glu Ala Arg Leu Gly Cys Ala Pro Arg Phe Gin Glu 
260 265 270 

Phe Arg Arg Ala Tyr Glu Ala Ala Arg Ala Ala His Leu His Pro Cys 
275 280 285 

Glu Val Ala Leu His 
290 
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<210> 4 

<211> 270 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Gly Tyr Ser Glu Glu Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
1 5 10~ 15 

Glu Pro Gly Ser Val Gly Gin Leu Ala Leu Ala Cys Ala Glu Gly Ala 
20 25 30 

Val Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 

Pro Asp Pro Arg Ala Arg Pro Gly lie Ala Cys Leu Arg Pro Val Arg 
50 55 60 

Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg Ala Gly Gly Ala Leu 
65 70 75 80 

Glu Leu Leu Leu Ala Glu Gly Pro Gly Pro Ala Gly Gly Arg Cys Val 
85 90 95 

Arg Trp Gly Pro Arg Glu Arg Arg Ala Leu Phe Leu Gin Ala Thr Pro 
100 105 110 

His Gin Asp He Ser Arg Arg Val Ala Ala Phe Arg Phe Glu Leu Arg 
115 120 125 

Glu Asp Gly Arg Pro Glu Leu Pro Pro Gin Ala His Gly Leu Gly Val 
130 135 140 

Asp Gly Ala Cys Arg Pro Cys Ser Asp Ala Glu Leu Leu Leu Ala Ala 
145 150 155 160 

Cys Thr Ser Asp Phe Val He His Gly He He His Gly Val Thr His 
165 170 175 

Asp Val Glu Leu Gin Glu Ser Val He Thr Val Val Ala Ala Arg Val 
180 185 190 

Leu Arg Gin Thr Pro Pro Leu Phe Gin Ala Gly Arg Ser Gly Asp Gin 
195 200 205 

Gly Leu Thr Ser He Arg Thr Pro Leu Arg Cys Gly Val His Pro Gly 
210 215 ~ 220 

Pro Gly Thr Phe Leu Phe Met Gly Trp Ser Arg Phe Gly Glu Ala Arg 
225 230 235 240 

Leu Gly Cys Ala Pro Arg Phe Gin Glu Phe Arg Arg Ala Tyr Glu Ala 
245 250 255 

Ala Arg Ala Ala His Leu His Pro Cys Glu Val Ala Leu His 
260 265 270 

<210> 5 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Ala Leu Phe Leu Gin Ala Thr Pro His Gin Asp He Ser Arg Arg Val 
15 10 15 

Ala Ala Phe Arg Phe Glu Leu Arg Glu Asp Gly Arg Pro Glu Leu Pro 
20 25 30 



WO 2005/095450 



PCT/EP2005/051431 



Pro Gin Ala His Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser 
35 40 45 

Asp Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val He His 
50 55 60 

Gly He He His Gly Val Thr His Asp Val Glu Leu Gin Glu Ser Val 
65 70 75 80 

lie Thr Val Val Ala Ala Arg Val Leu Arg Gin Thr Pro Pro Leu Phe 
85 90 95 

Gin Ala Gly Arg Ser Gly Asp Gin Gly Leu Thr Ser He Arg Thr Pro 
100 105 110 

Leu Arg Cys Gly Val His Pro Gly Pro Gly Thr Phe Leu Phe Met Gly 
115 120 125 

Trp Ser Arg Phe Gly Glu Ala Arg Leu Gly Cys Ala Pro Arg Phe Gin 
130 135 140 

Glu Phe Arg Arg Ala Tyr Glu Ala Ala Arg Ala Ala His Leu His Pro 
145 150 155 160 

Cys Glu Val Ala Leu His 
165 

<210> 6 

<211> 2322 

<212> DNA 

<213> Mus mus cuius 

<220> 

<221> misc_f eature 

<222> (1) . . (78) 

<223> n is a, c, g, or t 

<400> 6 



nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


60 


nnnnnnnnnn 


nnnnnnnncc 


cctaaccatg 


ctggtagcca 


cgcttctttg 


cgcgctctgt 


120 


tgcggcctcc 


tggccgcgtc 


cgctcacgct 


ggctactcgg 


aagaccgctg 


cagctggagg 


180 


ggcaggtacc 


aggagggact 


gcggggaggg 


ttgtgggttt 


atttatttat 


ttattttatt 


240 


ttatttactt 


cttgggttgg 


agggttccct 


cccacttgga 


actgaggaaa 


cgcagacttc 


300 


aatgtcctgt 


tacacagagt 


agaagcagat 


gttggtagcc 


gcgggaaaag 


ggatgagcgg 


360 


gctagggaac 


gagggtcacc 


cacctgagaa 


ccaccgtcct 


gtccccagcg 


gtttgaccca 


420 


ggagcctggc 


agcgtggggc 


agctgaccct 


ggactgtact 


gagggcgcta 


tcgagtggct 


480 


gtacccagct 


ggggcgctgc 


gcctgaccct 


gggcggcccc 


gatccgggca 


cacggcccag 


540 


catcgtctgt 


ctgcgcccag 


agcggccctt 


cgctggtgcc 


caggtcttcg 


ctgaacgtat 


600 


gaccggcaat 


ctagagttgc 


tactggccga 


gggcccggac 


ctggctgggg 


gccgctgcat 


660 


gcgctggggt 


ccccgcgagc 


gccgagccct 


tttcctgcag 


gccacaccac 


accgcgacat 


720 


cagccgcaga 


gttgctgcct 


tccgttttga 


actgcacgag 


gaccaacgtg 


cagaaatgtc 


780 


tccccaggct 


caaggtcttg 


gtgtggatgg 


tgagtgatta 


tgagactggc 


tgggtgtcag 


840 


aaattggccc 


tccacactga 


cctgatggga 


ctgggccttg 


ccaccccatt 


gcatggagag 


900 


tccttctgta 


gcttgacaga 


ggccactccg 


gtggagagca 


tagtggcttc 


caggtcgtaa 


960 
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crgaggtgagt 


tggaagtgcc 


cccgcctttc 


tctcctcctc 


ctcttaaaag 


atteggttta 


1020 


ggaaaagagc 


aggagggggc 


aaatgecega 


gaggccagcc 


ctgggtctct 


ggtttctgaa 


1080 


aaattacfcrcrcf 


aagggttaag 


ctgaggcaga 


ateaaagect 


atggccaagg 


ctgtccaggg 


1140 


ctccctggcc 


tggtggtgac 


ctccttcccc 


tccccccaag 


cccagccaac 


aaaagtccag 


1200 


tgtgcctctt 


cgtcaccatg 


gagactgect 


gccctgcctc 


cctgcagggc 


accaggccca 


1260 


gtgctttgct 


cttctggaac 


ttgtagcctg 


accctgcagg 


gaatgaatgg 


ctctctgact 


1320 


gttctgccct 


agctagagac 


ccccccgaac 


tggagtccac 


tagaatatcc 


ctagctagag 


1380 


ctcrcr era crate 


acagaaegtt 


tcccagtgtt 


agtctgagtt 


tatgagatgg 


taccaagcct 


1440 


crtCTtatcracrcr 


cactgaggtg 


cccatcagta 


ggcatgtacc 


tgcagggtgt 


cttcaggcta 


1500 


taggatgetg 


a cr a cr a acrcr cr t 

zj z) zj z> z) 


ttagtctctt 


gctcctgtac 


cttttcctct 


tgggaggagc 


1560 


tgtgggctcg 


tactaacracra 


tcacaggcct 


ggctgatgac 


ctgccttgca 


tgctaggtgc 


1620 


ctgcaggccc 


tacacrt crater 


ccgagctcct 


cctggctgca 


tgcaccagtg 


attttggtga 


1680 


gtgtttctgt 


t cr c crcrcr a cr a cr 


cttagggtct 


gcctcacatt 


cccacgtgcc 


caccactggc 


1740 


caccatgt ct 


cc tegtagtg 


atecaeggga 


ccatccatgg 


ggtcgcccat 


gacacagagc 


1800 


tgeaagaate 


agtcatcact 


qtcrqtqqttg 


ctcgtgtcat 


ccgccagaca 


ctgccactgt 


1860 


tcaaggaagg 


gagcteggag 


ggccaaggcc 


gggcctccat 


tegtaccttg 


ctgcgctgtg 


1920 


gtgtgcgtcc 


tggcccaggc 


tccttcctct 


tcatgggctg 


gagecgattt 


ggegaagett 


± y o u 


ggctgggctg 


tgctccccgc 


ttccaagagt 


tcagccgtgt 


ctattcagct 


gctctcacga 


2040 


cccatctcaa 


cccatgtgag 


atggcactgg 


actgagagac 


ctgggagcaa 


gccctggatg 


2100 


gaccttcttc 


tggagatggg 


gtgttgggga 


gggtgatggg 


agggtgggtg 


agaagggtgt 


2160 


ggctcggatg gcatcctggt 


acccacagtg 


agctggtaga 


atactaagta 


atctggacca 


2220 


taccagccac 


tgtagtcatg 


gtcttctgtg 


gcaggcagca 


tacccagctc 


tgtgcctgcc 


2280 


tcactttgtc 


tactctccag 


tctgctgccc 


ttctaaccct 


tc 




2322 



<210> 7 

<211> 1048 

<212> DNA 

<213> Mus mus cuius 

<220> 

<221> CDS 

<222> (2).. (886) 

<400> 7 

c cac gcg tec gec cac gcg tec gcg ctt ctt tgc gcg etc tgt tgc ggc 4 9 

His Ala Ser Ala His Ala Ser Ala Leu Leu Cys Ala Leu Cys Cys Gly 
15 10 15 

etc ctg gec gcg tec get cac get ggc tac teg gaa gac cgc tgc age 97 
Leu Leu Ala Ala Ser Ala His Ala Gly Tyr Ser Glu Asp Arg Cys Ser 
20 25 30 

tgg agg ggc age ggt ttg acc cag gag cct ggc age gtg ggg cag ctg 145 
Trp Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu 
35 40 45 
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acc ctg gac tgt act gag ggc get ate gag tgg ctg tac cca get ggg 193 
Thr Leu Asp Cys Thr Glu Gly Ala lie Glu Trp Leu Tyr Pro Ala Gly 
50 55 . 60 

gcg ctg cgc ctg acc ctg ggc ggc ccc gat ccg ggc aca egg ccc age 241 
Ala Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Gly Thr Arg Pro Ser 
65 70 75 80 

ate gtc tgt ctg cgc cca gag egg ccc ttc get ggt gee cag gtc ttc 289 
lie Val Cys Leu Arg Pro Glu Arg Pro Phe Ala Gly Ala Gin Val Phe 
85 90 95 

get gaa cgt atg acc ggc aat eta gag ttg eta ctg gee gag ggc ccg 337 
Ala Glu Arg Met Thr Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Pro 
100 105 110 

gac ctg get ggg ggc cgc tgc atg cgc tgg ggt ccc cgc gag cgc cga 385 
Asp Leu Ala Gly Gly Arg Cys Met Arg Trp Gly Pro Arg Glu Arg Arg 
115 120 125 

gee ctt ttc ctg cag gee aca cca cac cgc gac ate age cgc aga gtt 433 
Ala Leu Phe Leu Gin Ala Thr Pro His Arg Asp lie Ser Arg Arg Val 
130 135 140 

get gee ttc cgt ttt gaa ctg cac gag gac caa cgt gca gaa atg tct 481 
Ala Ala Phe Arg Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser 
145 150 155 160 

ccc cag get caa ggt ctt ggt gtg gat ggt gec tgc agg ccc tgc agt 52 9 

Pro Gin Ala Gin Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser 
165 170 175 

gat gec gag etc etc ctg get gca tgc acc agt gat ttt gtg ate cac 577 
Asp Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His 
180 185 190 

ggg acc ate cat ggg gtc gec cat gac aca gag ctg caa gaa tea gtc 625 
Gly Thr lie His Gly Val Ala His Asp Thr Glu Leu Gin Glu Ser Val 
195 200 205 

ate act gtg gtg gtt get cgt gtc ate cgc cag aca ctg cca ctg ttc 673 
lie Thr Val Val Val Ala Arg Val lie Arg Gin Thr Leu Pro Leu Phe 
210 215 220 

aag gaa ggg age teg gag ggc caa ggc egg gec tec att cgt acc ttg 721 
Lys Glu Gly Ser Ser Glu Gly Gin Gly Arg Ala Ser lie Arg Thr Leu 
225 230 235 240 

ctg cgc tgt ggt gtg cgt cct ggc cca ggc tec ttc etc ttc atg ggc 7 69 

Leu Arg Cys Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly 
245 250 255 

tgg age cga ttt ggc gaa get tgg ctg ggc tgt get ccc cgc ttc caa 817 
Trp Ser Arg Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin 
260 265 270 

gag ttc age cgt gtc tat tea get get etc acg acc cat etc aac cca 865 
Glu Phe Ser Arg Val Tyr Ser Ala Ala Leu Thr Thr His Leu Asn Pro 
275 "* 280 285 

tgt gag atg gca ctg gac tga gagacctggg agcaagccct ggatggacct 916 
Cys Glu Met Ala Leu Asp 
290 
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tcttctggag atggggtgtt ggggagggtg atgggagggt gggtgagaag ggtgtggctc 97 6 
ggatggcatc ctggtaccca cagtgagctg gtagaatact aagtaatctg gaccataaaa 103 6 



aaaaaaaaaa aa 

<210> 8 

<211> 294 

<212> PRT 

<213> Mus musculus 

<400> 8 

His Ala Ser Ala His Ala Ser Ala Leu Leu Cys Ala Leu Cys Cys Gly 
15 10 15 

Leu Leu Ala Ala Ser Ala His Ala Gly Tyr Ser Glu Asp Arg Cys Ser 
20 25 30 

Trp Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu 
35 4 0 45 

Thr Leu Asp Cys Thr Glu Gly Ala lie Glu Trp Leu Tyr Pro Ala Gly 
50 55 60 

Ala Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Gly Thr Arg Pro Ser 
65 70 75 80 

lie Val Cys Leu Arg Pro Glu Arg Pro Phe Ala Gly Ala Gin Val Phe 
85 90 95 

Ala Glu Arg Met Thr Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Pro 
100 105 110 . 

Asp Leu Ala Gly Gly Arg Cys Met Arg Trp Gly Pro Arg Glu Arg Arg 
115 120 125 

Ala Leu Phe Leu Gin Ala Thr Pro His Arg Asp lie Ser Arg Arg Val 
130 135 140 

Ala Ala Phe Arg Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser 
145 150 155 160 

Pro Gin Ala Gin Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser 
165 170 175 

Asp Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His 
180 185 190 

Gly Thr lie His Gly Val Ala His Asp Thr Glu Leu Gin Glu Ser Val 
195 200 205 

lie Thr Val Val Val Ala Arg Val lie Arg Gin Thr Leu Pro Leu Phe 
210 215 220 

Lys Glu Gly Ser Ser Glu Gly Gin Gly Arg Ala Ser lie Arg Thr Leu 
225 230 235 240 

Leu Arg Cys Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly 
245 250 255 

Trp Ser Arg Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin 
260 265 270 

Glu Phe Ser Arg Val Tyr Ser Ala Ala Leu Thr Thr His Leu Asn Pro 
275 280 285 

Cys Glu Met Ala Leu Asp 
290 



1048 
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<210> 9 

<211> 270 

<212> PRT 

<213> Mus musculus 

<400> 9 

Gly Tyr Ser Glu Asp Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
15 10 15 

Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp Cys Thr Glu Gly Ala 
20 25 30 

lie Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 

Pro Asp Pro Gly Thr Arg Pro Ser lie Val Cys Leu Arg Pro Glu Arg 
50 55 60 

Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg Met Thr Gly Asn Leu 
65 70 75 80 

Glu Leu Leu Leu Ala Glu Gly Pro Asp Leu Ala Gly Gly Arg Cys Met , 
85 90 95 

Arg Trp Gly Pro Arg Glu Arg Arg Ala Leu Phe Leu Gin Ala Thr Pro 
100 105 110 

His Arg Asp lie Ser Arg Arg Val Ala Ala Phe Arg Phe Glu Leu His 
115 120 125 

Glu Asp Gin Arg Ala Glu Met Ser Pro Gin Ala Gin Gly Leu Gly Val 
130 135 140 

Asp Gly Ala Cys Arg Pro Cys Ser Asp Ala Glu Leu Leu Leu Ala Ala 
145 150 155 160 

Cys Thr Ser Asp Phe Val lie His Gly Thr lie His Gly Val Ala His 
165 170 175 

Asp Thr Glu Leu Gin Glu Ser Val lie Thr Val Val Val Ala Arg Val 
180 185 190 

lie Arg Gin Thr Leu Pro Leu Phe Lys Glu Gly Ser Ser Glu Gly Gin 
195 200 205 

Gly Arg Ala Ser lie Arg Thr Leu Leu Arg Cys Gly Val Arg Pro Gly 
210 215 220 

Pro Gly Ser Phe Leu Phe Met Gly Trp Ser Arg Phe Gly Glu Ala Trp 
225 230 235 240 

Leu Gly Cys Ala Pro Arg Phe Gin Glu Phe Ser Arg Val Tyr Ser Ala 
245 250 255 

Ala Leu Thr Thr His Leu Asn Pro Cys Glu Met Ala Leu Asp 
260 265 270 

<210> 10 

<211> 166 

<212> PRT 

<213> Mus musculus 

<400> 10 

Ala Leu Phe Leu Gin Ala Thr Pro His Arg Asp lie Ser Arg Arg Val 
15 10 15 

Ala Ala Phe Arg Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser 
20 25 30 
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Pro Gin Ala Gin Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser 
35 40 45 

Asp Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val He His 
50 55 60 

Gly Thr He His Gly Val Ala His Asp Thr Glu Leu Gin Glu Ser Val 
65 70 75 80 

He Thr Val Val Val Ala Arg Val lie Arg Gin Thr Leu Pro Leu Phe 
85 90 95 

Lys Glu Gly Ser Ser Glu Gly Gin Gly Arg Ala Ser lie Arg Thr Leu 
100 105 110 

Leu Arg Cys Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly 
115 120 125 

Trp Ser Arg Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin 
130 135 140 

Glu Phe Ser Arg Val Tyr Ser Ala Ala Leu Thr Thr His Leu Asn Pro 
145 150 155 160 

Cys Glu Met Ala Leu Asp 
165 

<210> 11 
<211> 2321 
<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> mis cofeature 

<222> (17).. (66) 

<223> n is a, c, g, or t 

<400> 11 



tccccggttg 


tggggannnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


60 


nnnnnnggca 


gcagcccgag 


ccccggcgcg 


tcccctaacc 


atgctggtag 


cggcgcttct 


120 


ctgcgcgctg 


tgctgcggcc 


tcttggctgc 


gtccgctcga 


gctggctact 


ccgaggaccg 


180 


ctgcagctgg 


aggggcaggt 


acccaggaga 


gattttgggg 


aggatttttg 


ttatttgtgt 


240 


tttaaattga 


aatcttgggt 


tggagggctc 


cctcccactt 


ggaactgagg 


aagcgcagac 


300 


ctcaatgtcc 


tgttccagag 


ggtggacgca 


ggtgttggtg 


gccgcgggaa 


aagggttgag 


360 


cgggctaggg 


aaatgagggc 


cacccacctg 


agaaccaccg 


tcctgtcccc 


agcggtttga 


420 


cccaggaacc 


tggcagcgtg 


gggcagctga 


ccctggattg 


tactgagggt 


gctatcgagt 


480 


ggctgtatcc 


agctggggcg 


ctgcgcctga 


ctctaggcgg 


ctctgatccg 


ggcacgcggc 


540 


ccagcatcgt 


ctgtctgcgc 


ccaacacggc 


ccttcgctgg 


tgcccaggtc 


ttcgctgaac 


600 


ggatggccgg 


caacctagag 


ttgctactgg 


ccgagggcca 


aggcctggct 


gggggccgct 


660 


gcatgcgctg 


gggtcctcgc 


gagcgccgag 


cccttttcct 


gcaggccacg 


ccacaccggg 


720 


acatcagccg 


cagagttgct 


gccttccaat 


ttgaactgca 


cgaggaccaa 


cgtgcagaaa 


780 


tgtctcccca 


ggcccaaggt 


tttggtgtgg 


atggtgagtg 


actagactgg 


ctggggcgga 


840 


gctgggtgtc 


agaaactggc 


cctctacact 


ggcctgatcc 


gaatgggcct 


tgcctcccca 


900 


ctgcaccgaa 


agccctgtag 


cttgacggag 


gctactctgg 


tggagaacac 


agtggcttcc 


960 
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aggtcatagg 


gaggtgagtt 


gagagttctc 


cctcctttct 


ctcctcctct 


tcaaggttcg 


1020 


g t 1 1 agg a a. a 


acracrccrcrcracT 


acrcracacratq 


ccagagaggc 


caaccttaqq 


tctctggttt 


1080 


ctgaagggtt 


crcr crcr crcr a a cr cr 
yyyyyy ua yy 


CTttcrcrcrctcrCT 


ggcagaat ca 


aagcctatgg 


c cgaagctgt 


1140 


ccagggct cc 


ctggccttgt 


ggtga.ee tCC 


tt cccct ccc 


cctagcccaa 


ccaacaaaag 


1200 


tccagtgtgc 


ctcttcgtca 


ccatggagac 


tgcctgccct 


gcctcccggc 


agggcaccag 


1260 


gcccagtgct 


ttgetcttet 


ggaacttgtc 


t cc tga ccc t 


gcagggaatg 


gctctctgac 


1320 


tgctct gcca 


tagacagaga 


ccccagaagc 


agagtccact 


agaatat ccc 


tggctggacc 


1380 


yy y ^ y ^0.^ 


ct ctgggagg 


ttacagaaag 


ttccccagtg 


ttggtctgag 


tttctgagat 


1440 


nrrrri" ct1~ nrs n 

yyy L y L y ua y 


gaatgtgt cc 


gaggcactga 


ggggcccatg 


agtagtcttc 


a QCfC a ct t cr t cr 


1500 


3 -|- artrinrra rr 


a a rrrrrrt" t 1" a cr 
yy y ^ — c^*. y 


t cgccagctc 


ctgtaccttc 


tcctactgtg 


cr crcr a cr c t cr t ct 


1560 


ggcttgtgct 


gagagatcac 


aggcctgcct 


gatgacctgc 


ettgeatget 


aggtgcctgc 


1620 


aggccctgca 


gtgatgeega 


gctcctt ctg 


actgeatgea 


ccagtgactt 


tggtgagtgt 


1680 


ffr-n fT"h <""■" ~f~ "t~ <~T 
l 1— i— 0 y 1^ i_- L- y 


naafiacrr'l'i'a 
y y ci y 0 y v_- l* 


crcrrri" rt" crccc 
y y y o ^-.y w ^ 


ca catt ccca 


cgtgcccacc 


actggccacc 


1740 


atgtct ctt c 


gtagtgat cc 


atgggaccat 


ccatggggtc 


gtccatgaca 


tggagctgea 


1800 


CLU del 1— k^QU L \_> 


c*. L- 0 d. l— y i y y 


tggecac t eg 


tgtcat cege 


cagacactgc 


cactgttcca 


1860 




t 0 nr ctfi crcicic c 
«— v-* y y y y y ^ 


ggggecagge 


ct ccgt tegt 


accttgt tgc 


gctgtggtgt 


1920 


gcgtcctggc 


ccaggctcct 


tcctcttcat 


gggctggagc 


cgatttggcg 


aagcttggct 


1980 


gggctgeget 


ccccgcttcc 


aagagttcag 


ccgtgtctat 


tcagctgctc 


tcgcggccca 


2040 


cctcaaccca 


tgtgaggtgg 


cactggactg 


agagacctgg 


gagcaagccc 


tggatggatc 


2100 


ttcctctggg 


gatggggtgt 


tggggagggg 


tgataggagg 


gtgggtggga 


agggtgtggc 


2160 


tcagatggca 


tcctggtacc 


cacagtgagg 


tggtagaata 


ctaaataacc 


tggatcacac 


2220 


cagccactgt 


agacatggtc 


ttctgtgaca 


ggcaggctca 


ctcagctctg 


ctcctgcctc 


2280 


actttaccta 


ctctccagtc 


tgctgccctt 


ctgacccttc 


t 




2321 



<210> 12 

<211> 1026 

<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . (876) 

<400> 12 

atg ctg gta gcg gcg ctt etc tgc gcg ctg tgc tgc ggc etc ttg get 48 
Met Leu Val Ala Ala Leu Leu Cys Ala Leu Cys Cys Gly Leu Leu Ala 
1 5 10 15 

gcg tec get cga get ggc tac tec gag gac cgc tgc age tgg agg ggc 96 
Ala Ser Ala Arg Ala Gly Tyr Ser Glu Asp Arg Cys Ser Trp Arg Gly 
20 25 30 

age ggt ttg ace cag gaa cct ggc age gtg ggg cag ctg ace ctg gat 144 
Ser Gly Leu Thx Gin Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp 
35 40 45 



WO 2005/095450 



PCT/EP2005/051431 



13 



tgt act gag ggt get ate gag tgg ctg tat cca get ggg gcg ctg cgc 192 
Cys Thr Glu Gly Ala lie Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg 
50 55 60 

ctg act eta ggc ggc tct gat ccg ggc acg egg ccc age ate gtc tgt 240 
Leu Thr Leu Gly Gly Ser Asp Pro Gly Thr Arg Pro Ser lie Val Cys 
65 70 75 80 

ctg cgc cca aca egg ccc ttc get ggt gee cag gtc ttc get gaa egg 288 
Leu Arg Pro Thr Arg Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg 
85 90 95 

atg gee ggc aac eta gag ttg eta ctg gee gag ggc caa ggc ctg get 33 6 

Met Ala Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Gin Gly Leu Ala 
100 105 110 

ggg gg° cgc tgc atg cgc tgg ggt cct cgc gag cgc cga gee ctt ttc 384 
Gly Gly Arg Cys Met Arg Trp Gly Pro Arg Glu Arg Arg Ala Leu Phe 
115 120 125 

ctg cag gec acg cca cac egg gac ate age cgc aga gtt get gec ttc 432 
Leu Gin Ala Thr Pro His Arg Asp He Ser Arg Arg Val Ala Ala Phe 
130 135 140 

caa ttt gaa ctg cac gag gac caa cgt gca gaa atg tct ccc cag gee 480 
Gin Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser Pro Gin Ala 
145 150 155 160 

caa ggt ttt ggt gtg gat ggt gee tgc agg ccc tgc agt gat gec gag 528 
Gin Gly Phe Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp Ala Glu 
165 170 175 

etc ctt ctg act gca tgc acc agt gac ttt gtg ate cat ggg acc ate 57 6 

Leu Leu Leu Thr Ala Cys Thr Ser Asp Phe Val He His Gly Thr He 
180 185 190 

cat ggg gtc gtc cat gac atg gag ctg caa gaa tea gtc ate act gtg 624 
His Gly Val Val His Asp Met Glu Leu Gin Glu Ser Val He Thr Val 
195 200 205 

gtg gee act cgt gtc ate cgc cag aca ctg cca ctg ttc cag gaa ggg 672 
Val Ala Thr Arg Val He Arg Gin Thr Leu Pro Leu Phe Gin Glu Gly 
210 215 220 

age teg gag ggc egg ggc cag gee tec gtt cgt acc ttg ttg cgc tgt 720 
Ser Ser Glu Gly Arg Gly Gin Ala Ser Val Arg Thr Leu Leu Arg Cys 
225 230 235 240 

ggt gtg cgt cct ggc cea ggc tec ttc etc ttc atg ggc tgg age cga 7 68 

Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly Trp Ser Arg 
245 250 255 

ttt ggc gaa get tgg ctg ggc tgc get ccc cgc ttc caa gag ttc age 816 
Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin Glu Phe Ser 
260 265 270 

cgt gtc tat tea get get etc gcg gec cac etc aac cca tgt gag gtg 8 64 

Arg Val Tyr Ser Ala Ala Leu Ala Ala His Leu Asn Pro Cys Glu Val 
275 280 285 

gca ctg gac tga gagacctggg agcaagccct ggatggatct tcctctgggg 916 
Ala Leu Asp 
290 

atggggtgtt ggggaggggt gataggaggg tgggtgggaa gggtgtggct cagatggcat 976 
cctggtaccc acagtgaggt ggtagaatac taaataacct ggatcacacc 1026 
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<210> 13 
<211> 291 
<212> PRT 

<213> Rattus norvegicus 




















<400> 13 
Met Leu Val 
1 


Ala 


Ala 
5 


Leu 


Leu 


Cys 


Ala 


Leu 
10 


Cys 


Cys 


Gly 


Leu 


Leu 
15 


Ala 


Ala 


Ser 


Ala 


Arg 
20~ 


Ala 


Gly 


Tyr 


Ser 


Glu 
25 


Asp 


Arg 


Cys 


Ser 


Trp 
30 


Arg 


Gly 


Ser 


Gly 


Leu 

35 


Thr 


Gin 


Glu 


Pro 


Gly 
40 


Ser 


Val 


Gly 


Gin 


Leu 
45 


Thr 


Leu 


Asp 


Cys 


Thr 
50 


Glu 


Gly 


Ala 


He 


Glu 
55 


Trp 


Leu 


Tyr 


Pro 


Ala 
60 


Gly Ala 


Leu 


Arg 


Leu 
65 


Thr 


Leu 


Gly 


Gly 


Ser Asp 
70 


Pro 


Gly 


Thr 


Arg 
75 


Pro 


Ser 


He 


Val 


Cys 
80 


Leu 


Arg 


Pro 


Thr 


Arg 
85 


Pro 


Phe 


Ala Gly Ala 
90 


Gin 


Val 


Phe 


Ala 


Glu 
95 


Arg 


Met 


Ala 


Gly 


Asn 
100 


Leu 


Glu 


Leu 


Leu 


Leu 
105 


Ala 


Glu 


Gly 


Gin 


Gly 
110 


Leu 


Ala 


Gly 


Gly Arg 
115 


Cys 


Met 


Arg 


Trp 


Gly 
120 


Pro 


Arg 


Glu Arg Arg 
125 


Ala 


Leu 


Phe 


Leu 


Gin 
130 


Ala 


Thr 


Pro 


His .Arg Asp 
135 


lie 


Ser 


Arg 


Arg 
140 


Val 


Ala 


Ala 


Phe 


Gin 
145 


Phe 


Glu 


Leu 


His 


Glu 
150 


Asp 


Gin Arg Ala 


Glu 
155 


Met 


Ser 


Pro 


Gin 


Ala 
160 


Gin 


Gly 


Phe 


Gly 


Val 
165 


Asp 


Gly Ala Cys 


Arg 
170 


Pro 


Cys 


Ser 


Asp 


Ala 
175 


Glu 


Leu 


Leu 


Leu 


Thr 
180 


Ala 


Cys 


Thr 


Ser 


Asp 
185 


Phe 


Val 


He 


His 


Gly 
190 


Thr 


He 


His 


Gly 


Val 
195 


Val 


His 


Asp 


Met 


Glu 
200 


Leu 


Gin 


Glu 


Ser 


Val 
205 


He 


Thr 


Val 


Val 


Ala 

210 


Thr 


Arg 


Val 


He 


Arg 
215 


Gin 


Thr 


Leu 


Pro 


Leu 
220 


Phe 


Gin 


Glu 


Gly 


Ser 

225 


Ser 


Glu 


Gly 


Arg 


Gly 
230 


Gin 


Ala 


Ser 


Val 


Arg 
235 


Thr 


Leu 


Leu 


Arg 


Cys 
240 


Gly 


Val 


Arg 


Pro 


Gly 
245 


Pro 


Gly 


Ser 


Phe 


Leu 
250 


Phe 


Met 


Gly Trp 


Ser 
255 


Arg 


Phe 


Gly 


Glu 


Ala 
260 


Trp 


Leu 


Gly 


Cys 


Ala 
265 


Pro 


Arg 


Phe 


Gin 


Glu 
270 


Phe 


Ser 


Arg 


Val 


Tyr 


Ser 


Ala 


Ala 


Leu 


Ala 


Ala 


His 


Leu 


Asn 


Pro 


Cys 


Glu 


Val 



275 280 285 



Ala Leu Asp 
290 

<210> 14 

<211> 275 

<212> PRT 

<213> Rattus norvegicus 
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<220> 

<221> MI S COFEATURE 
<222> (1) . . (5) 

<223> Potentially part of signal peptide 
<400> 14 

Ala Ser Ala Arg Ala Gly Tyr Ser Glu Asp Arg Cys Ser Trp Arg Gly 
15 10 15 

Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp 
20 25 30 

Cys Thr Glu Gly Ala lie Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg 
35 40 45 

Leu Thr Leu Gly Gly Ser Asp Pro Gly Thr Arg Pro Ser lie Val Cys 
50 55 60 

Leu Arg Pro Thr Arg Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg 
65 70 75 80 

Met Ala Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Gin Gly Leu Ala 
85 90 95 

Gly Gly Arg Cys Met Arg Trp Gly Pro Arg Glu Arg Arg Ala Leu Phe 
100 105 110 

Leu Gin Ala Thr Pro His Arg Asp lie Ser Arg Arg Val Ala Ala Phe 
115 120 125 

Gin Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser Pro Gin Ala 
130 135 140 

Gin Gly Phe Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp Ala Glu 
145 150 155 160 

Leu Leu Leu Thr Ala Cys Thr Ser Asp Phe Val He His Gly Thr He 
165 170 175 

His Gly Val Val His Asp Met Glu Leu Gin Glu Ser Val He Thr Val 
180 185 190 

Val Ala Thr Arg Val He Arg Gin Thr Leu Pro Leu Phe Gin Glu Gly 
195 200 205 

Ser Ser Glu Gly Arg Gly Gin Ala Ser Val Arg Thr Leu Leu Arg Cys 
210 215 220 

Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly Trp Ser Arg 
225 230 235 240 

Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin Glu Phe Ser 
245 250 255 

Arg Val Tyr Ser Ala Ala Leu Ala Ala His Leu Asn Pro Cys Glu Val 
260 265 270 

Ala Leu Asp 
275 

<210> 15 
<211> 166 
<212> PRT 

<213> Rattus norvegicus 
<400> 15 

Ala Leu Phe Leu Gin Ala Thr Pro His Arg Asp lie Ser Arg Arg Val 
15 10 15 
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Ala Ala Phe Gin Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser 
20 25 30 

Pro Gin Ala Gin Gly Phe Gly Val Asp Gly Ala Cys Arg Pro Cys Ser 
35 40 45 

Asp Ala Glu Leu Leu Leu Thr Ala Cys Thr Ser Asp Phe Val lie His 
50 55 60 

Gly Thr lie His Gly Val Val His Asp Met Glu Leu Gin Glu Ser Val 
65 70 75 80 

lie Thr Val Val Ala Thr Arg Val He Arg Gin Thr Leu Pro Leu Phe 
85 90 95 

Gin Glu Gly Ser Ser Glu Gly Arg Gly Gin Ala Ser Val Arg Thr Leu 
100 105 110 

Leu Arg Cys Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly 
115 120 125 

Trp Ser Arg Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin 
130 135 140 

Glu Phe Ser Arg Val Tyr Ser Ala Ala Leu Ala Ala His Leu Asn Pro 
145 150 155 160 

Cys Glu Val Ala Leu Asp 
165 

<210> 16 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<400> 16 



gccctcttcc 


tgcaggccac 


gccgcaccag 


gacatcagcc gccgcgtggc 


cgccttccgc 


60 


tttgagctgc 


gcgaggacgg 


gcgccccgag 


ctgcccccgc aggcccacgg 


tctcggcgta 


120 


gacggtgcct 


gcaggccctg 


cagcgacgct 


gagctgctcc tggccgcatg 


caccagcgac 


180 


ttcgtaattc 


acgggatcat 


ccatggggtc 


acccatgacg tggagctgca ggagtctgtc 


240 


atcactgtgg 


tggccgcccg 


tgtcctccgc 


cagacaccgc cgctgttcca 


ggcggggcga 


300 


tccggggacc 


aggggctgac 


ctccattcgt 


accccactgc gctgtggcgt 


ccacccgggc 


360 


ccaggcacct 


tcctcttcat 


gggctggagc 


cgctttgggg aggcccggct 


gggctgtgcc 


420 


ccacgattcc 


aggagttccg 


ccgtgcctac 


gaggctgccc gtgctgccca 


cctccacccc 


480 


tgcgaggtgg 


cgctgcac 








498 


<210> 17 
<211> 498 
<212> DNA 
<213> Mus 


mus cuius 










<400> 17 
gcccttttcc 


tgcaggccac 


accacaccgc 


gacatcagcc gcagagttgc tgccttccgt 


60 


tttgaactgc 


acgaggacca 


acgtgcagaa 


atgtctcccc aggctcaagg 


tcttggtgtg 


120 


gatggtgcct 


gcaggccctg 


cagtgatgcc 


gagctcctcc tggctgcatg 


caccagtgat 


180 


tttgtgatcc 


acgggaccat 


ccatggggtc 


gcccatgaca cagagctgca 


agaatcagtc 


240 



WO 2005/095450 



PCT/EP2005/051431 



17 

atcactgtgg tggttgctcg tgtcatccgc cagacactgc cactgttcaa ggaagggagc 300 

tcggagggcc aaggccgggc ctccattcgt accttgctgc gctgtggtgt gcgtcctggc 360 

ccaggctcct tcctcttcat gggctggagc cgatttggcg aagcttggct gggctgtgct 42 0 

ccccgcttcc aagagttcag ccgtgtctat tcagctgctc tcacgaccca tctcaaccca 480 

tgtgagatgg cactggac 498 

<210> 18 

<211> 498 

<212> DNA 

<213> Rattus norvegicus 

<400> 18 



gcccttttcc 


tgcaggccac 


gccacaccgg 


gacatcagcc 


gcagagttgc 


tgccttccaa 


60 


tttgaactgc 


acgaggacca 


acgtgcagaa 


atgtctcccc 


aggcccaagg 


ttttggtgtg 


120 


gatggtgcct 


gcaggccctg 


cagtgatgcc 


gagctccttc 


tgactgcatg 


caccagtgac 


180 


tttgtgatcc 


atgggaccat 


ccatggggtc 


gtccatgaca 


tggagctgca 


agaatcagtc 


240 


atcactgtgg 


tggccactcg 


tgtcatccgc 


cagacactgc 


cactgttcca 


ggaagggagc 


300 


tcggagggcc 


ggggccaggc 


ctccgttcgt 


accttgttgc 


gctgtggtgt 


gcgtcctggc 


360 


ccaggctcct 


tcctcttcat 


gggctggagc 


cgatttggcg 


aagcttggct 


gggctgcgct 


420 


ccccgcttcc 


aagagttcag 


ccgtgtctat 


tcagctgctc 


tcgcggccca 


cctcaaccca 


480 


tgtgaggtgg 


cactggac 










498 



<210> 19 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Gly Tyr Ser Glu Glu Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
15 10 15 

Glu Pro Gly Ser Val Gly Gin Leu Ala Leu Ala Cys Ala Glu Gly Ala 
20 25 30 

Val Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 

Pro Asp Pro Arg Ala Arg Pro Gly lie Ala Cys Leu Arg Pro Val Arg 
50 55 60 

Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg Ala Gly Gly Ala Leu 
65 70 75 80 

Glu Leu Leu Leu Ala Glu Gly Pro Gly Pro Ala Gly Gly Arg Cys Val 
85 90 95 

Arg Trp Gly Pro Arg Glu Arg Arg 
100 

<210> 20 

<211> 104 

<212> PRT 

<213> Mus rausculus 



WO 2005/095450 



PCT/EP2005/051431 



18 

<400> 20 

Gly Tyr Ser Glu Asp Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
1 5 10 15 

Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp Cys Thr Glu Gly Ala 
20 25 30 

He Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 

Pro Asp Pro Gly Thr Arg Pro Ser He Val Cys Leu Arg Pro Glu Arg 
50 55 60 

Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg Met Thr Gly Asn Leu 
65 70 75 80 

Glu Leu Leu Leu Ala Glu Gly Pro Asp Leu Ala Gly Gly Arg Cys Met 
85 90 95 

Arg Trp Gly Pro Arg Glu Arg Arg 
100 



<210> 


21 


<211> 


109 


<212> 


PRT 


<213> 


Rattus norvegicus 


<220> 




<221> 


MISC FEATURE 


<222> 


(1) - ■ (5) 


<223> 


Potentially part ■ 


<400> 


21 


Ala Ser Ala Arg Ala Gly 1 


1 


5 



10 15 

Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp 
20 25 30 

Cys Thr Glu Gly Ala He Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg 
35 40 45 

Leu Thr Leu Gly Gly Ser Asp Pro Gly Thr Arg Pro Ser He Val Cys 
50 55 60 

Leu Arg Pro Thr Arg Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg 
65 70 75 80 

Met Ala Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Gin Gly Leu Ala 
85 90 95 

Gly Gly Arg Cys Met Arg Trp Gly Pro Arg Glu Arg Arg 
100 105 

<210> 22 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Gly Tyr Ser Glu Glu Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
15 10 15 

Glu Pro Gly Ser Val Gly Gin Leu Ala Leu Ala Cys Ala Glu Gly Ala 
20 ~ 25 30 

Val Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 
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Pro Asp Pro Arg Ala Arg Pro Gly lie Ala Cys Leu Arg Pro Val Arg 
50 55 60 

Pro Phe Ala Gly Ala Gin Val Phe Ala Gin Arg Ala Gly Gly Ala Leu 
65 70 75 80 

Glu Leu Leu Leu Ala Glu Gly Pro Gly Pro Ala Gly Gly Arg Cys Val 
85 90 95 



Arg 



<210> 23 

<211> 97 

<212> PRT 

<213> Mus musculus 

<400> 23 

Gly Tyr Ser Glu Asp Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
15 10 15 

Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp Cys Thr Glu Gly Ala 
20 25 30 

He Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 

Pro Asp Pro Gly Thr Arg Pro Ser He Val Cys Leu Arg Pro Glu Arg 
50 55 60 

Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg Met Thr Gly Asn Leu 
65 70 75 80 

Glu Leu Leu Leu Ala Glu Gly Pro Asp Leu Ala Gly Gly Arg Cys Met 
85 90 95 

Arg 



<210> 


24 


<211> 


102 


<212> 


PRT 


<213> 


Rattus norvegicus 


<220> 




<221> 


MISC FEATURE 


<222> 


(1) - . (5) 


<223> 


Potentially part 


<400> 


24 


Ala Ser Ala Arg Ala Gly 


1 


5 



10 



15 



Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp 
20 25 30 

Cys Thr Glu Gly Ala lie Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg 
35 40 45 

Leu Thr Leu Gly Gly Ser Asp Pro Gly Thr Arg Pro Ser lie Val Cys 
50 55 60 



Leu Arg Pro Thr Arg Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg 
65 70 75 80 



Met Ala Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Gin Gly Leu Ala 
85 90 95 
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Gly Gly Arg Cys Met Arg 
100 

<210> 25 

<211> 1363 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (84) . . (959) 

<400> 25 

gggcagccgc gccgcggget gctcgcgctg cggccccgac cctcccgggg cagcagtccg 60 

aggccccggc gcgtccccta acc atg ctg gta gcc acg ctt ctt tgc gcg etc 113 

Met Leu Val Ala Thr Leu Leu Cys Ala Leu 
15 10 

tgt tgc ggc etc ctg gcc gcg tec get cac get ggc tac teg gaa gac 161 
Cys Cys Gly Leu Leu Ala Ala Ser Ala His Ala Gly Tyr Ser Glu Asp 
15 20 25 



cgc tgc age tgg agg ggc age ggt ttg acc cag gag cct ggc age gtg 209 
Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val 
30 35 40 

ggg cag ctg acc ctg gac tgt act gag ggc get ate gag tgg ctg tac 257 
Gly Gin Leu Thr Leu Asp Cys Thr Glu Gly Ala lie Glu Trp Leu Tyr 
45 50 55 

cca get ggg gcg ctg cgc ctg acc ctg ggc ggc ccc gat ccg ggc aca 305 
Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Gly Thr 
60 " 65 70 

egg ccc age ate gtc tgt ctg cgc cca gag egg ccc ttc get ggt gcc 353 
Arg Pro Ser lie Val Cys Leu Arg Pro Glu Arg Pro Phe Ala Gly Ala 
75 80 85 90 

cag gtc ttc get gaa cgt atg acc ggc aat eta gag ttg eta ctg gcc 401 
Gin Val Phe Ala Glu Arg Met Thr Gly Asn Leu Glu Leu Leu Leu Ala 
95 100 105 

gag ggc ccg gac ctg get ggg ggc cgc tgc atg cgc tgg ggt ccc cgc 449 
Glu Gly Pro Asp Leu Ala Gly Gly Arg Cys Met Arg Trp Gly Pro Arg 
110 115 120 

gag cgc cga gcc ctt ttc ctg cag gcc aca cca cac cgc gac ate age 497 
Glu Arg Arg Ala Leu Phe Leu Gin Ala Thr Pro His Arg Asp lie Ser 
125 130 135 

cgc aga gtt get gcc ttc cgt ttt gaa ctg cac gag gac caa cgt gca 545 
Arg Arg Val Ala Ala Phe Arg Phe Glu Leu His Glu Asp Gin Arg Ala 
140 145 150 

gaa atg tct ccc cag get caa ggt ctt ggt gtg gat ggt gcc tgc agg 593 
Glu Met Ser Pro Gin Ala Gin Gly Leu Gly Val Asp Gly Ala Cys Arg 
155 160 165 170 

ccc tgc agt gat gcc gag etc etc ctg get gca tgc acc agt gat ttt 641 
Pro Cys Ser Asp Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe 
175 180 185 



gtg ate cac ggg acc ate cat ggg gtc gcc cat gac aca gag ctg caa 689 
Val lie His Gly Thr lie His Gly Val Ala His Asp Thr Glu Leu Gin 
190 195 200 
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gaa tea gtc ate act gtg gtg gtt get cgt gtc ate cgc cag aca ctg 737 
Glu Ser Val He Thr Val Val Val Ala Arg Val He Arg Gin Thr Leu 
205 210 215 

cca ctg ttc aag gaa ggg age teg gag ggc caa ggc egg gee tec att 7 85 

Pro Leu Phe Lys Glu Gly Ser Ser Glu Gly Gin Gly Arg Ala Ser lie 
220 225 230 

cgt acc ttg ctg cgc tgt ggt gtg cgt cct ggc cca ggc tec ttc etc 833 
Arg Thr Leu Leu Arg Cys Gly Val Arg Pro Gly Pro Gly Ser Phe Leu 
235 240 245 250 

ttc atg ggc tgg age cga ttt ggc gaa get tgg ctg ggc tgt get ccc 881 
Phe Met Gly Trp Ser Arg Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro 
255 260 265 

cgc ttc caa gag ttc age cgt gtc tat tea get get etc acg acc cat 929 
Arg Phe Gin Glu Phe Ser Arg Val Tyr Ser Ala Ala Leu Thr Thr His 
270 275 280 

etc aac cca tgt gag atg gca ctg gac tga gagacctggg agcaagccct 979 
Leu Asn Pro Cys Glu Met Ala Leu Asp 
285 290 



ggatggacct 


tcttctggag 


atggggtgtt 


ggggagggtg 


atgggagggt gggtgagaag 


1039 


ggtgtggctc 


ggatggcatc 


ctggtaccca 


cagtgagctg 


gtagaatact 


aagtaatctg 


1099 


gaccatacca 


gecactgtag 


tcatggtctt 


ctgtggcagg 


cagcataccc 


agctctgtgc 


1159 


ctgcctcact 


ttgtctactc 


tccagtctgc 


tgcccttcta 


acccttctta 


gcctgctgac 


1219 


cagtgagctc 


atgttttcct 


cgaattccag 


ggtgctgctg gggttcagag 


caaccgtgcc 


1279 


gtagtttgga 


agacttgagc 


taattgtttt 


ttttttgttt 


gtttttttgt 


ttgtttaaag 


1339 


gtggcctggg 


gggggeggea 


aaca 








1363 



<210> 26 

<211> 291 

<212> PRT 

<213> Mus nius cuius 

<400> 26 

Met Leu Val Ala Thr Leu Leu Cys Ala Leu Cys Cys Gly Leu Leu Ala 
1 5 10 15 

Ala Ser Ala His Ala Gly Tyr Ser Glu Asp Arg Cys Ser Trp Arg Gly 
20 25 30 

Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Thr Leu Asp 
35 40 45 

Cys Thr Glu Gly Ala He Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg 
50 55 60 

Leu Thr Leu Gly Gly Pro Asp Pro Gly Thr Arg Pro Ser He Val Cys 
65 70 75 80 

Leu Arg Pro Glu Arg Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg 
85 90 95 

Met Thr Gly Asn Leu Glu Leu Leu Leu Ala Glu Gly Pro Asp Leu Ala 
100 105 110 

Gly Gly Arg Cys Met Arg Trp Gly Pro Arg Glu Arg Arg Ala Leu Phe 
115 120 125 
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Leu Gin Ala Thr Pro His Arg Asp lie Ser Arg Arg Val Ala Ala Phe 
130 135 140 

Arg Phe Glu Leu His Glu Asp Gin Arg Ala Glu Met Ser Pro Gin Ala 
145 150 155 160 

Gin Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp Ala Glu 
165 170 175 

Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His Gly Thr lie 
180 185 190 

His Gly Val Ala His Asp Thr Glu Leu Gin Glu Ser Val lie Thr Val 
195 200 205 

Val Val Ala Arg Val lie Arg Gin Thr Leu Pro Leu Phe Lys Glu Gly 
210 215 220 

Ser Ser Glu Gly Gin Gly Arg Ala Ser lie Arg Thr Leu Leu Arg Cys 
225 230 235 240 

Gly Val Arg Pro Gly Pro Gly Ser Phe Leu Phe Met Gly Trp Ser Arg 
245 250 255 

Phe Gly Glu Ala Trp Leu Gly Cys Ala Pro Arg Phe Gin Glu Phe Ser 
2 60 2 65 27 0 

Arg Val Tyr Ser Ala Ala Leu Thr Thr His Leu Asn Pro Cys Glu Met 
275 280 2 85 



Ala Leu Asp 
290 



